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Abstract-The stochastic nature of convergence of steady state
stochastic  global optimization methods in design
optimization tasks with steady state precondition is a hardly
predictable step in development of industrially efficient
strains of microorganisms.

The properties of convergence dynamics of evolutionary
programming (EP) and particle swarm (PS) depending on
complexity of kinetic equations within the same model are
studied optimizing yeast glycolysis for ethanol production by
COPASI  software adjusting parameters of three
combinations of five reactions out of fifteen enzymatic
reactions.

Results indicate significant differences in the convergence
dynamics between different combinations. 50-fold difference
in convergence time as well as possible stagnation at local
optima was observed. The choice of optimization method
and duration of optimization runs should be based on
number of tests on the convergence quality, speed and
repeatability.

L INTRODUCTION

The mission of systems biology and synthetic biology
in tasks of metabolic engineering [17] is to facilitate the
development of new bioprocesses aiming for the best
instead of just a better process. One of phases in this
optimisation process are the computational procedures
helping to reduce the amount of necessary biological
experiments which are more costly both in terms of time
and resources. In case of biotechnological processes
optimal steady state accordingly to a set of criteria usually
is sought [7,17] to increase the profitability of industrial
process. Different types of mathematical models can be
applied [25] accordingly to the peculiarities of the process
of interest and available information. The growing
number of available stoichiometric [20, 23] and dynamic
[16] models support the in silico optimization approach.

Search of the most profitable steady state applying flux
balance analysis for constraint-based stoichiometric
models [21] and genome scale reconstructions [22] with
thousands of reactions give valuable insight in the
interactions of various flows. Disadvantage of the
stoichiometric approach is the fact that kinetic parameters
of reactions are not taken into account [25] and
concentrations of reactants, details of transition processes
cannot be calculated. Therefore dynamic models are
necessary to assess the industrial feasibility of the
metabolically engineered biochemical system taking into
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account the peculiarities of the available equipment,
stability of the process in a steady state as well as in
transition processes.

The most typical approach representing biochemical
networks is a set of coupled deterministic ordinary
differential equations intended to describe the network
and the production and consumption rates for the
individual species involved in the network [4]. The
expected increase of the size of dynamic models [13] will
facilitate their application. The main disadvantage in case
of optimization of dynamic model is the lack of analytical
optimization solutions to solve systems of nonlinear
differential equations.

Quite high number of numerical methods can be
applied in optimization tasks of biochemical networks.
They can be divided in local and global optimum seeking
methods [5,17]. Usually the global optimization methods
are used to avoid stagnation of the solution in local
minimum. There are two classes of global numerical
optimization methods: deterministic ones and the
stochastic ones. The advantage of some of deterministic
methods is the guaranteed reach of global optima for the
price of unknown computation time [6,18]. Still the
stochastic global optimization methods are the most
popular in optimization tasks of biochemical networks
due to their universality and relatively fast convergence to
the global optima close value [6,18] in spite of not
guaranteed reaching of global optima.

The convergence of global stochastic optimization
methods is analyzed in case of parameter estimation tasks
[3,4,5,17,18] while just first attempts are made in design
optimization tasks [19] where the properties of metabolic
pathways are changed with the aim of enhancing the
production of some metabolite of interest [17,18].
Importance of the convergence speed and reliability is
critical in design problems of biochemical networks where
even relatively small number (5-15) of adjustable
parameters of the model cause high number of
combinations to be explored, for instance, in case when
minimal number of adjustable parameters is sought to
reach necessary level of the objective function. Thus, in
case of several hundreds or thousands of adjustable
parameter combinations the number of optimization runs
does not seem attractive. Therefore, often biologists are
the ones which generate ideas to be tested on the model
before the biological experiments are started. This
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approach can lead to the limitation of the search space due
to the experience and habits of biologists and may cause
wrong conclusions about the best industrially feasible
steady state solutions [7] for particular biochemical
network.

Currently the growing computational power leads to the
systematic scanning approach [24] of all possible
combinations of adjustable parameters. Still, the
combinatorial explosion of adjustable parameter sets force
to look for efficient technologies to reduce the total
optimisation time either by rejecting some combinations
of adjustable parameters or by reducing time for
estimation of best value of objective function for each
combination. Dynamic yeast glycolysis model [11] and
COPASI [12] optimization features are used to test
reliability of the above mentioned approaches to reduce
optimization time in case of combinatorial explosion due
to high number of adjustable parameters.

Earlier research has demonstrated that convergence
dynamics strongly depend on the number of adjustable
parameters as well as on the optimization method [19].
This article is devoted to the comparison of convergence
dynamics in case of different combinations of fixed
number of adjustable parameters. Therefore convergence
dynamics of three different combinations with five
enzymes out of fifteen enzymatic reactions are compared
to find out if one can generalize that convergence
properties depend just on the number of adjustable
parameters or it can not be generalized due to the
influence of choice of particular parameters within the
combination. Five optimization runs with identical start
conditions of two stochastic optimization methods [18]:
evolutionary programming (EP) and particle swarm (PS)
are compared optimizing values of reaction speed related
parameters.

In two adjustable parameter combinations out of three
both EP and PS converged to the optima within 400
seconds demonstrating similar performance in terms of
repeatability of five optimization runs with identical start
parameters.

The third combination demonstrated slow convergence
within about 20000 seconds for both EP and PS. Still EP
reached the optima just in one case out of five while the
other runs of EP for this combination of adjustable
parameters reached just 37-82% of optima. EP stagnated
at local optima until 50000 seconds when the optimization
runs were interrupted.

It is concluded that generalisation of convergence
dynamics of optimisation runs even for the same number
of adjustable parameters within the same model can cause
inadequate conclusions about the necessary duration of
optimisation to reach the best value as well as risk to
stagnate at a local optima. Adjustable parameters of
reactions with high flux control coefficients for the
objective function related flux may be related to the
increased convergence speed in case of steady state
optimisation or even to stagnation at local optima. Good
performance of optimization method in case of one set of

adjustable parameters does not necessarily mean that
performance will be good in case of other set of adjustable
parameters even if the number of parameters stay the
same.

1L MATERIALS AND METHODS

Yeast glycolysis model [11] downloaded from
Biomodels data base [16] is used as a test model for
optimization. The model contains 2 compartments, 24
reactions and 25 metabolites. Objective function in all
optimization runs was

_ Ethanol flow
Glucose uptake

Concentrations of 15 enzymes catalyzing 15 reactions
were available to include in three combinations of 5
adjustable parameters [17].

Three combinations of adjustable parameters were
created: 1) five reactions with the smallest number of
parameters in kinetic equations (combination C1), 2) five
reactions with the highest number of parameters in kinetic
equations (combination C2) and 3) five reactions with the
largest MCA coefficients (combination C3). The reactions
in combination C3 were chosen in decreasing order of the
module of flux control coefficients of ethanol flow
obtained using Metabolic Control Analysis [8,9,14] for
the steady state found for initial values of the model using
COPASI.

As a result C1 consists of concentrations of enzymes of
ATP  consumption, storage, phosphoenolpyruvate
synthesis, adenylate kinase, pyruvate decarboxylase with
number of parameters in kinetic equation 2; 2; 3; 3 and 3

+ 5* Ethanol flow

correspondingly. ~ Combination C2  consists  of
concentrations of phosphoglucoisomerase,
triosephosphate isomerase, glucose uptake, aldolase,

glyceraldehyde 3-phosphate dehydrogenase with number
of parameters in kinetic equations 6; 6; 8; 8 and §
correspondingly. ~ Combination = C3  consists  of
concentrations of hexokinase, alcohol dehydrogenase,
ATP consumption, glycerol synthesis,
phosphofructokinase with module of MCA flux control
coefficients 0.792; 0.184; 0.0521; 0.0313 and 0.0281
correspondingly. The fifteenth reaction which was not
used in any combination was pyruvate kinase.

COPASI [12], build 30, is used as optimization tool.
Two global stochastic optimization methods are applied:
1) evolutionary programming [1,2,10] with following
method parameters: Number of Generations: 30000;
Population Size: 20; Random Number Generator: 1; Seed:
0 and particle swarm [15] with following method
parameters: Iteration Limit: 2000; Swarm Size: 50; Std.
Deviation: 1e-06; Random Number Generator: 1; Seed: 0.
The values of adjustable parameters were allowed to
change within a wide range from -99% up to 1000% from
their initial values. “Steady state” subtask of optimization
was chosen.
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Discretisation of time series of convergence progress
was performed using convergence analysis software
ConvAn (available at:
http://www.biosystems.lv/index.php?option=com_content
&view=category&layout=blog&id=44&Itemid=70).

Progress of convergence to the best value of objective
function was recorded as time series of CPU time and best
objective function values. Optimization experiments of
50000 seconds (or 13.9 hours) of CPU time were
performed. Five optimization experiments were
performed for each of three combinations for each
optimization method on a server running 64-bit Microsoft
Windows Server 2008 Standard Service Pack 2 operating
system. Server has 4x QuadCore Intel Xeon MP E7330
2400 MHz CPU and 32,768 MB of RAM. Several
optimization experiments were run in parallel. Single
processor per task was used as COPASI does not support
optimization with parallel task distribution.

1L RESULTS

The performance of Evolutionary Programming (EP)
and Particle Swarm (PS) methods is presented in the
Figure 1 for all the three combinations of five parameters:
Cl1, C2 and C3. The convergence curves are normalized
the way that 0% value of objective function correspond to
the steady state of initial model before optimization
(K=4.99) while 100% correspond to the best value of
objective function found in any run of particular
combinations: 6.81 optimizing combination C1 (Fig.1a),
5.12 optimizing C2 (Fig.1b) and 6.38 optimizing C3
(Fig.1c).
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Figure 1. Average normalized convergence speed of evolutionary
programming and particle swarm optimization methods until 500
seconds of CPU time (error bars represent standard deviation of five
experiments): a — combination C1, b — combination C2 and ¢ —
combination C3.

A. Convergence to the best value of the objective
function

Stochastic numerical methods do not guarantee reach of
global optimum. Therefore, we use term ,,best value” to
describe best objective function value that has been
observed for particular number of optimized reactions
independent on the optimization method. The best value
may be global optimum but that is not guaranteed [5,6,17,
18].

PS method has converged to objective function values
that are close to the best value in all cases. In cases Cl
and C2 all the runs reached the best value within 300
seconds of CPU time. In the case of C3 the best value was
reached by all the five optimization runs much later —
after about 20000 seconds (Fig.2b). EP had a good
convergence in case of C1 and C2 reaching the best value
in all runs within 400 seconds. In case of C3 EP method
reached the best value only in one optimization run while
the other four stayed within range 37-82% of the best
value (Fig.2a). The stagnation of all the runs started at
CPU time of about 20000 seconds.
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Figure 2. EP optimization experiments of combination C3 for
evolutionary programming (a) and particle swarm (b) methods until
25000 seconds of CPU time. Line with crosses represents the mean
values, lines with rings show dynamics of individual optimizations.

B.  Dynamics of standard deviation

Standard deviations of EP and PS are similar in cases
C1 and C2. Still the PS optimization method demonstrates
slightly better performance.

In case of C3 the EP method has very poor performance
even within 50000 seconds of CPU: stagnation starts at
about 10000 seconds at very different levels thus causing
very large value of standard deviation.

PS method is more reliable in the C3 case. One run out
of five converges very slow compared to the other four
still reaching the best value.

III. DISCUSSION

The aim of the experiment is to test the nature of
behaviour of optimization methods and results may not be
biologically relevant. The behaviour of one model and
two different stochastic global optimization methods are
tested to evaluate the nonlinearity features of the model as
well as possibility to generalize experience of
optimization gained optimizing the same model with the
same optimization method and tool.

Earlier research [19] comparing the same model and
optimization methods optimizing one, five, ten and fifteen
reactions with has indicated that there are significant
differences in performance of EP and PS methods. This
research concentrates on generalisation risks of
convergence properties for different combinations of
equal number of adjustable parameters of the same model
that is optimised with the same optimization methods.

Therefore three combinations of five adjustable
parameters (one per reaction) were compared. The
adjustable parameters were V or k [19] depending on the
type of reaction kinetics. The combinations of adjustable
parameters in case of C1 and C2 were chosen linking the
number of parameters in the kinetic equation of the
reaction with it’s complexity expecting and with features
of it’s optimization. The combination of adjustable
parameters C3 was chosen assuming that the reactions

with the highest flux control coefficients should have the
largest influence on the ethanol flow which is the main
parameter in the objective function.

The most important clearly visible conclusion is that the
same optimization methods, number of adjustable
parameters within the same model does not guarantee the
same convergence properties. Several conclusions can be
made.

1. PS method is reliable in terms of convergence to the
best value of the objective function at least within
performed optimisation runs. At the same time there are
no evidences that it can be generalised.

2. EP method is working reliably in some combinations
of adjustable parameters performing as good as PS
method (C1 and C2). Still the performance of EP with
combination C3 clearly demonstrate that EP method is not
reliable in terms of convergence and long optimization
runs can not help there. The stagnation can be very
explicit and very far from the best value.

3. Combinations Cl1 and C2 were performing very
similar way with both methods. Still the standard error in
case of C2 was much smaller independent on the
optimization method. Authors can not explain this
phenomenon.

4. The combination C3 demonstrated completely
different optimization features: about 50-fold increase in
convergence time (until all the runs reach the best value)
in case of PS and stagnation starting from 20000 seconds
of CPU time in case of EP. This behaviour can be
explained by peculiarities of steady state condition which
was set as a subtask of optimization task within COPASI
software. We suppose that high flux control coefficients
lead to quick loss of steady state feature even in small
steps from the initial steady state of the model. Therefore
the number of steady state giving combinations of
parameters is very limited thus increasing the convergence
time. Still we have no explanation for the heavy
stagnation of the EP method. Interestingly that all the four
not successful runs of EP start the stagnation at value 35%
of the best value while none of PS runs stagnates at the
same level.

Thus, the assumption that stochastic methods reach the
global optima close value in reasonable computation
times [6,18] may be dangerous at least in some cases. The
lack of significant progress after 20,000 seconds of CPU
time in any optimization experiment indicate that long or
even very long optimization not always can compensate
the drawbacks of the method or/and peculiarities of the
model. At the same time this conclusion cannot be
generalized to other methods which are not tested. It can
not be generalised even to the PS and EP as only one
combination of method settings is tested.

The above mentioned features of optimization
experiments may be caused by different factors like
optimization method, nonlinearity of the model causing
multimodalities [6] at particular combinations of
adjustable parameters.
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Iv. CONCLUSION

Convergence tests of two global stochastic optimization
methods (particle swarm and evolutionary programming)
performing steady state task indicate that the same
number of adjustable parameters even within the same
model can have completely different convergence features
as increased convergence time and even failure of
convergence.

The convergence speed between three combinations of
five adjustable parameters was within range of 500 till
25000 seconds of CPU time thus indicating 50-fold
difference.

Successfully converging methods in case of one
combination may fail in case of other combination with
the same number of adjustable parameters of the same
model. Thus good convergence in case of one
combination does not guarantee the same for other
combinations.

Slow convergence has been found for a set of adjustable
parameters which are related to the concentrations of
enzymes with high flux control coefficients for the
objective function related flux. Authors hypothesize that
high flux control coefficients lead to quick loss of steady
state feature even in small distance from the initial state of
the model. Therefore the number of steady state giving
combinations of parameters is very limited thus increasing
the convergence time.

Application of a single stochastic global optimization
method raise risks of failure to find the best possible value
of objective function. Long optimization runs do not
always ensure convergence to the best value of the
objective function and do not compensate the poor
convergence properties of optimization methods for a
particular model.

Normalized curves of convergence dynamics in all the
optimization  experiments demonstrate  asymptotic
behaviour.

ACKNOWLEDGMENT

This work is funded by a project of European Structural
Fund Nr. 2009/0207/1DP/1.1.1.2.0/09/APIA/VIAA/128
‘Latvian Interdisciplinary Interuniversity Scientific Group
of Systems Biology’ www.sysbio.lv

S; YIS * ¥ % | ‘
* * A \
I i EIROPAS SOCIALAIS VALSTS 1ZGLITIBAS

ATTISTIBAS AGENTURA

REFERENCES

[1] Back T., Schwefel H. P., An Overview of Evolutionary Algorithms
for Parameter Optimization, Evolutionary Computation 1(1) (1993)
1-23.

[2] Back T., Fogel D. B., Michalewicz Z., Handbook of evolutionary
computation, Oxford: IOP Publishing/Oxford University Press,
1997.

[3] Baker S. M., Schallau K., Junker B. H., Comparison of different
algorithms for simultaneous estimation of multiple parameters in

kinetic metabolic models, Journal of integrative bioinformatics
7(3) (2010) 1-9.

[4] Balsa-Canto E., Alonso A., Banga J. R., An iterative identification
procedure for dynamic modeling of biochemical networks, BMC
systems biology 4 (2010) 11.

[5] Balsa-Canto E., Peifer M., Banga J. R., Timmer J., Fleck C., Hybrid
optimization method with general switching strategy for parameter
estimation, BMC systems biology 2 (2008) 26.

[6] Banga J. R., Optimization in computational systems biology, BMC
systems biology 2 (2008) 47.

[7] Chang Y., Sahinidis N., Optimization of metabolic pathways under
stability considerations, Computers & Chemical Engineering 29(3)
(2005), 467-479.

[8] Fell D. A., Understanding the Control of Metabolism, London:
Portland Press, 1996.

[9] Fell D. A., Metabolic control analysis: a survey of its theoretical and

experimental development, Biochemical Journal 286(Pt 2) (1992)

313-330.

Fogel D. B., Fogel L. J., Atmar J. W., Meta-evolutionary

programming, 25th Asiloma Conference on Signals, Systems and

Computers, IEEE Computer Society, Asilomar (1992) 540 - 545.

[11] Hynne F., Dang S., Serensen P. G., Full-scale model of glycolysis
in Saccharomyces cerevisiae, Biophysical chemistry 94(1-2)
(2001) 121-163.

[12] Hoops S., Sahle S., Gauges R., Lee C., Pahle J., Simus N., et al.,
COPASI--a COmplex PAthway Simulator, Bioinformatics
(Oxford, England) 22(24) (2006) 3067-3074.

[13] Jamshidi N., Palsson B. @., Formulating genome-scale kinetic
models in the post-genome era, Molecular systems biology 4(171)
(2008) 171.

[14] Kacser H., Bums J., The control of flux, Biochemical Society
transactions 23(2) (1995) 341-66.

[15] Kennedy J., Eberhart R., Particle Swarm Optimization, Proceedings
of the Fourth IEEE International Conference on Neural Networks,
Perth, Australia (1995) 1942 - 1948.

[16] Le Novere N., Bornstein B. J., Broicher A., Courtot M., Donizelli

M., Dharuri H. et al., BioModels Database: a free, centralized

database of curated, published, quantitative kinetic models of

biochemical and cellular systems, Nucleic acids research
34(Database issue) (2006), D689-691.

Mendes P., Kell D., Non-linear optimization of biochemical

pathways: applications to metabolic engineering and parameter

estimation, Bioinformatics (Oxford, England) 14(10) (1998) 869-

883.

[18] Moles C. G., Mendes P., Banga J. R., Parameter estimation in
biochemical pathways: a comparison of global optimization
methods, (C. Skjoldebremd & G. Trystrom, Eds.) Genome
Research 13(11) (2003) 2467-2474, Goetheborg, Sweden.

[19] Mozga L., Kostromins A., Stalidzans E., Forecast of numerical
optimization progress of biochemical networks, 10th International
Scientific Conference: Engineering for rural development, Vol 10
(2011) 103-108.

[20] Palsson B. @., Metabolic systems biology, FEBS letters, 583(24)

(2009), 3900-3904.

Palsson B. @., Systems Biology: Properties of Reconstructed

networks, New York: Cambridge University Press, 2006.

[22] Price N. D., Reed J. L., Palsson B. @., Genome-scale models of
microbial cells: evaluating the consequences of constraints, Nature
reviews, Microbiology 2(11) (2004) 886-897.

[23] Schellenberger J., Park J. O., Conrad T. M., Palsson B. @., BiGG: a
Biochemical Genetic and Genomic knowledgebase of large scale
metabolic reconstructions, BMC bioinformatics 11 (2010), 213.

[24] Schulz M., Bakker B. M., Klipp E., Tlde: a software for the
systematic scanning of drug targets in kinetic network models,
BMC bioinformatics 10 (2009) 344.

[25] Stelling J., Mathematical models in microbial systems biology,
Current opinion in microbiology 7(5) (2004), 513-518.

[10]

[17]

(21]

-235-




<<
  /ASCII85EncodePages false
  /AllowTransparency false
  /AutoPositionEPSFiles true
  /AutoRotatePages /None
  /Binding /Left
  /CalGrayProfile (Gray Gamma 2.2)
  /CalRGBProfile (sRGB IEC61966-2.1)
  /CalCMYKProfile (U.S. Web Coated \050SWOP\051 v2)
  /sRGBProfile (sRGB IEC61966-2.1)
  /CannotEmbedFontPolicy /Warning
  /CompatibilityLevel 1.7
  /CompressObjects /Off
  /CompressPages true
  /ConvertImagesToIndexed true
  /PassThroughJPEGImages true
  /CreateJobTicket false
  /DefaultRenderingIntent /Default
  /DetectBlends true
  /DetectCurves 0.0000
  /ColorConversionStrategy /LeaveColorUnchanged
  /DoThumbnails false
  /EmbedAllFonts true
  /EmbedOpenType false
  /ParseICCProfilesInComments true
  /EmbedJobOptions true
  /DSCReportingLevel 0
  /EmitDSCWarnings false
  /EndPage -1
  /ImageMemory 1048576
  /LockDistillerParams true
  /MaxSubsetPct 100
  /Optimize true
  /OPM 0
  /ParseDSCComments false
  /ParseDSCCommentsForDocInfo false
  /PreserveCopyPage true
  /PreserveDICMYKValues true
  /PreserveEPSInfo false
  /PreserveFlatness true
  /PreserveHalftoneInfo true
  /PreserveOPIComments false
  /PreserveOverprintSettings true
  /StartPage 1
  /SubsetFonts true
  /TransferFunctionInfo /Remove
  /UCRandBGInfo /Preserve
  /UsePrologue false
  /ColorSettingsFile ()
  /AlwaysEmbed [ true
    /AbadiMT-CondensedLight
    /ACaslon-Italic
    /ACaslon-Regular
    /ACaslon-Semibold
    /ACaslon-SemiboldItalic
    /AdobeArabic-Bold
    /AdobeArabic-BoldItalic
    /AdobeArabic-Italic
    /AdobeArabic-Regular
    /AdobeHebrew-Bold
    /AdobeHebrew-BoldItalic
    /AdobeHebrew-Italic
    /AdobeHebrew-Regular
    /AdobeHeitiStd-Regular
    /AdobeMingStd-Light
    /AdobeMyungjoStd-Medium
    /AdobePiStd
    /AdobeSansMM
    /AdobeSerifMM
    /AdobeSongStd-Light
    /AdobeThai-Bold
    /AdobeThai-BoldItalic
    /AdobeThai-Italic
    /AdobeThai-Regular
    /AGaramond-Bold
    /AGaramond-BoldItalic
    /AGaramond-Italic
    /AGaramond-Regular
    /AGaramond-Semibold
    /AGaramond-SemiboldItalic
    /AgencyFB-Bold
    /AgencyFB-Reg
    /AGOldFace-Outline
    /AharoniBold
    /Algerian
    /Americana
    /Americana-ExtraBold
    /AndaleMono
    /AndaleMonoIPA
    /AngsanaNew
    /AngsanaNew-Bold
    /AngsanaNew-BoldItalic
    /AngsanaNew-Italic
    /AngsanaUPC
    /AngsanaUPC-Bold
    /AngsanaUPC-BoldItalic
    /AngsanaUPC-Italic
    /Anna
    /ArialAlternative
    /ArialAlternativeSymbol
    /Arial-Black
    /Arial-BlackItalic
    /Arial-BoldItalicMT
    /Arial-BoldMT
    /Arial-ItalicMT
    /ArialMT
    /ArialMT-Black
    /ArialNarrow
    /ArialNarrow-Bold
    /ArialNarrow-BoldItalic
    /ArialNarrow-Italic
    /ArialRoundedMTBold
    /ArialUnicodeMS
    /ArrusBT-Bold
    /ArrusBT-BoldItalic
    /ArrusBT-Italic
    /ArrusBT-Roman
    /AvantGarde-Book
    /AvantGarde-BookOblique
    /AvantGarde-Demi
    /AvantGarde-DemiOblique
    /AvantGardeITCbyBT-Book
    /AvantGardeITCbyBT-BookOblique
    /BakerSignet
    /BankGothicBT-Medium
    /Barmeno-Bold
    /Barmeno-ExtraBold
    /Barmeno-Medium
    /Barmeno-Regular
    /Baskerville
    /BaskervilleBE-Italic
    /BaskervilleBE-Medium
    /BaskervilleBE-MediumItalic
    /BaskervilleBE-Regular
    /Baskerville-Bold
    /Baskerville-BoldItalic
    /Baskerville-Italic
    /BaskOldFace
    /Batang
    /BatangChe
    /Bauhaus93
    /Bellevue
    /BellGothicStd-Black
    /BellGothicStd-Bold
    /BellGothicStd-Light
    /BellMT
    /BellMTBold
    /BellMTItalic
    /BerlingAntiqua-Bold
    /BerlingAntiqua-BoldItalic
    /BerlingAntiqua-Italic
    /BerlingAntiqua-Roman
    /BerlinSansFB-Bold
    /BerlinSansFBDemi-Bold
    /BerlinSansFB-Reg
    /BernardMT-Condensed
    /BernhardModernBT-Bold
    /BernhardModernBT-BoldItalic
    /BernhardModernBT-Italic
    /BernhardModernBT-Roman
    /BiffoMT
    /BinnerD
    /BinnerGothic
    /BlackadderITC-Regular
    /Blackoak
    /blex
    /blsy
    /Bodoni
    /Bodoni-Bold
    /Bodoni-BoldItalic
    /Bodoni-Italic
    /BodoniMT
    /BodoniMTBlack
    /BodoniMTBlack-Italic
    /BodoniMT-Bold
    /BodoniMT-BoldItalic
    /BodoniMTCondensed
    /BodoniMTCondensed-Bold
    /BodoniMTCondensed-BoldItalic
    /BodoniMTCondensed-Italic
    /BodoniMT-Italic
    /BodoniMTPosterCompressed
    /Bodoni-Poster
    /Bodoni-PosterCompressed
    /BookAntiqua
    /BookAntiqua-Bold
    /BookAntiqua-BoldItalic
    /BookAntiqua-Italic
    /Bookman-Demi
    /Bookman-DemiItalic
    /Bookman-Light
    /Bookman-LightItalic
    /BookmanOldStyle
    /BookmanOldStyle-Bold
    /BookmanOldStyle-BoldItalic
    /BookmanOldStyle-Italic
    /BookshelfSymbolOne-Regular
    /BookshelfSymbolSeven
    /BookshelfSymbolThree-Regular
    /BookshelfSymbolTwo-Regular
    /Botanical
    /Boton-Italic
    /Boton-Medium
    /Boton-MediumItalic
    /Boton-Regular
    /Boulevard
    /BradleyHandITC
    /Braggadocio
    /BritannicBold
    /Broadway
    /BrowalliaNew
    /BrowalliaNew-Bold
    /BrowalliaNew-BoldItalic
    /BrowalliaNew-Italic
    /BrowalliaUPC
    /BrowalliaUPC-Bold
    /BrowalliaUPC-BoldItalic
    /BrowalliaUPC-Italic
    /BrushScript
    /BrushScriptMT
    /CaflischScript-Bold
    /CaflischScript-Regular
    /Calibri
    /Calibri-Bold
    /Calibri-BoldItalic
    /Calibri-Italic
    /CalifornianFB-Bold
    /CalifornianFB-Italic
    /CalifornianFB-Reg
    /CalisMTBol
    /CalistoMT
    /CalistoMT-BoldItalic
    /CalistoMT-Italic
    /Cambria
    /Cambria-Bold
    /Cambria-BoldItalic
    /Cambria-Italic
    /CambriaMath
    /Candara
    /Candara-Bold
    /Candara-BoldItalic
    /Candara-Italic
    /Carta
    /CaslonOpenfaceBT-Regular
    /Castellar
    /CastellarMT
    /Centaur
    /Centaur-Italic
    /Century
    /CenturyGothic
    /CenturyGothic-Bold
    /CenturyGothic-BoldItalic
    /CenturyGothic-Italic
    /CenturySchL-Bold
    /CenturySchL-BoldItal
    /CenturySchL-Ital
    /CenturySchL-Roma
    /CenturySchoolbook
    /CenturySchoolbook-Bold
    /CenturySchoolbook-BoldItalic
    /CenturySchoolbook-Italic
    /CGTimes-Bold
    /CGTimes-BoldItalic
    /CGTimes-Italic
    /CGTimes-Regular
    /CharterBT-Bold
    /CharterBT-BoldItalic
    /CharterBT-Italic
    /CharterBT-Roman
    /CheltenhamITCbyBT-Bold
    /CheltenhamITCbyBT-BoldItalic
    /CheltenhamITCbyBT-Book
    /CheltenhamITCbyBT-BookItalic
    /Chiller-Regular
    /CMB10
    /Cmb10
    /CMBSY10
    /Cmbsy10
    /CMBSY5
    /CMBSY6
    /CMBSY7
    /CMBSY8
    /CMBSY9
    /CMBX10
    /Cmbx10
    /CMBX12
    /Cmbx12
    /CMBX5
    /Cmbx5
    /CMBX6
    /Cmbx6
    /CMBX7
    /Cmbx7
    /CMBX8
    /Cmbx8
    /CMBX9
    /Cmbx9
    /CMBXSL10
    /Cmbxsl10
    /CMBXTI10
    /Cmbxti10
    /CMCSC10
    /Cmcsc10
    /CMCSC8
    /Cmcsc8
    /CMCSC9
    /Cmcsc9
    /CMDUNH10
    /Cmdunh10
    /CMEX10
    /Cmex10
    /CMEX7
    /CMEX8
    /CMEX9
    /CMFF10
    /Cmff10
    /CMFI10
    /Cmfi10
    /CMFIB8
    /Cmfib8
    /CMINCH
    /Cminch
    /CMITT10
    /Cmitt10
    /CMMI10
    /Cmmi10
    /CMMI12
    /Cmmi12
    /CMMI5
    /Cmmi5
    /CMMI6
    /Cmmi6
    /CMMI7
    /Cmmi7
    /CMMI8
    /Cmmi8
    /CMMI9
    /Cmmi9
    /CMMIB10
    /Cmmib10
    /CMMIB5
    /CMMIB6
    /CMMIB7
    /CMMIB8
    /CMMIB9
    /CMR10
    /Cmr10
    /CMR12
    /Cmr12
    /CMR17
    /Cmr17
    /CMR5
    /Cmr5
    /CMR6
    /Cmr6
    /CMR7
    /Cmr7
    /CMR8
    /Cmr8
    /CMR9
    /Cmr9
    /CMSL10
    /Cmsl10
    /CMSL12
    /Cmsl12
    /CMSL8
    /Cmsl8
    /CMSL9
    /Cmsl9
    /CMSLTT10
    /Cmsltt10
    /CMSS10
    /Cmss10
    /CMSS12
    /Cmss12
    /CMSS17
    /Cmss17
    /CMSS8
    /Cmss8
    /CMSS9
    /Cmss9
    /CMSSBX10
    /Cmssbx10
    /CMSSDC10
    /Cmssdc10
    /CMSSI10
    /Cmssi10
    /CMSSI12
    /Cmssi12
    /CMSSI17
    /Cmssi17
    /CMSSI8
    /Cmssi8
    /CMSSI9
    /Cmssi9
    /CMSSQ8
    /Cmssq8
    /CMSSQI8
    /Cmssqi8
    /CMSY10
    /Cmsy10
    /CMSY5
    /Cmsy5
    /CMSY6
    /Cmsy6
    /CMSY7
    /Cmsy7
    /CMSY8
    /Cmsy8
    /CMSY9
    /Cmsy9
    /CMTCSC10
    /Cmtcsc10
    /CMTEX10
    /Cmtex10
    /CMTEX8
    /Cmtex8
    /CMTEX9
    /Cmtex9
    /CMTI10
    /Cmti10
    /CMTI12
    /Cmti12
    /CMTI7
    /Cmti7
    /CMTI8
    /Cmti8
    /CMTI9
    /Cmti9
    /CMTT10
    /Cmtt10
    /CMTT12
    /Cmtt12
    /CMTT8
    /Cmtt8
    /CMTT9
    /Cmtt9
    /CMU10
    /Cmu10
    /CMVTT10
    /Cmvtt10
    /ColonnaMT
    /Colossalis-Bold
    /ComicSansMS
    /ComicSansMS-Bold
    /Consolas
    /Consolas-Bold
    /Consolas-BoldItalic
    /Consolas-Italic
    /Constantia
    /Constantia-Bold
    /Constantia-BoldItalic
    /Constantia-Italic
    /CooperBlack
    /CopperplateGothic-Bold
    /CopperplateGothic-Light
    /Copperplate-ThirtyThreeBC
    /Corbel
    /Corbel-Bold
    /Corbel-BoldItalic
    /Corbel-Italic
    /CordiaNew
    /CordiaNew-Bold
    /CordiaNew-BoldItalic
    /CordiaNew-Italic
    /CordiaUPC
    /CordiaUPC-Bold
    /CordiaUPC-BoldItalic
    /CordiaUPC-Italic
    /Courier
    /Courier-Bold
    /Courier-BoldOblique
    /CourierNewPS-BoldItalicMT
    /CourierNewPS-BoldMT
    /CourierNewPS-ItalicMT
    /CourierNewPSMT
    /Courier-Oblique
    /CourierStd
    /CourierStd-Bold
    /CourierStd-BoldOblique
    /CourierStd-Oblique
    /CourierX-Bold
    /CourierX-BoldOblique
    /CourierX-Oblique
    /CourierX-Regular
    /CreepyRegular
    /CurlzMT
    /David-Bold
    /David-Reg
    /DavidTransparent
    /Dcb10
    /Dcbx10
    /Dcbxsl10
    /Dcbxti10
    /Dccsc10
    /Dcitt10
    /Dcr10
    /Desdemona
    /DilleniaUPC
    /DilleniaUPCBold
    /DilleniaUPCBoldItalic
    /DilleniaUPCItalic
    /Dingbats
    /DomCasual
    /Dotum
    /DotumChe
    /EdwardianScriptITC
    /Elephant-Italic
    /Elephant-Regular
    /EngraversGothicBT-Regular
    /EngraversMT
    /EraserDust
    /ErasITC-Bold
    /ErasITC-Demi
    /ErasITC-Light
    /ErasITC-Medium
    /ErieBlackPSMT
    /ErieLightPSMT
    /EriePSMT
    /EstrangeloEdessa
    /Euclid
    /Euclid-Bold
    /Euclid-BoldItalic
    /EuclidExtra
    /EuclidExtra-Bold
    /EuclidFraktur
    /EuclidFraktur-Bold
    /Euclid-Italic
    /EuclidMathOne
    /EuclidMathOne-Bold
    /EuclidMathTwo
    /EuclidMathTwo-Bold
    /EuclidSymbol
    /EuclidSymbol-Bold
    /EuclidSymbol-BoldItalic
    /EuclidSymbol-Italic
    /EucrosiaUPC
    /EucrosiaUPCBold
    /EucrosiaUPCBoldItalic
    /EucrosiaUPCItalic
    /EUEX10
    /EUEX7
    /EUEX8
    /EUEX9
    /EUFB10
    /EUFB5
    /EUFB7
    /EUFM10
    /EUFM5
    /EUFM7
    /EURB10
    /EURB5
    /EURB7
    /EURM10
    /EURM5
    /EURM7
    /EuroMono-Bold
    /EuroMono-BoldItalic
    /EuroMono-Italic
    /EuroMono-Regular
    /EuroSans-Bold
    /EuroSans-BoldItalic
    /EuroSans-Italic
    /EuroSans-Regular
    /EuroSerif-Bold
    /EuroSerif-BoldItalic
    /EuroSerif-Italic
    /EuroSerif-Regular
    /EuroSig
    /EUSB10
    /EUSB5
    /EUSB7
    /EUSM10
    /EUSM5
    /EUSM7
    /FelixTitlingMT
    /Fences
    /FencesPlain
    /FigaroMT
    /FixedMiriamTransparent
    /FootlightMTLight
    /Formata-Italic
    /Formata-Medium
    /Formata-MediumItalic
    /Formata-Regular
    /ForteMT
    /FranklinGothic-Book
    /FranklinGothic-BookItalic
    /FranklinGothic-Demi
    /FranklinGothic-DemiCond
    /FranklinGothic-DemiItalic
    /FranklinGothic-Heavy
    /FranklinGothic-HeavyItalic
    /FranklinGothicITCbyBT-Book
    /FranklinGothicITCbyBT-BookItal
    /FranklinGothicITCbyBT-Demi
    /FranklinGothicITCbyBT-DemiItal
    /FranklinGothic-Medium
    /FranklinGothic-MediumCond
    /FranklinGothic-MediumItalic
    /FrankRuehl
    /FreesiaUPC
    /FreesiaUPCBold
    /FreesiaUPCBoldItalic
    /FreesiaUPCItalic
    /FreestyleScript-Regular
    /FrenchScriptMT
    /Frutiger-Black
    /Frutiger-BlackCn
    /Frutiger-BlackItalic
    /Frutiger-Bold
    /Frutiger-BoldCn
    /Frutiger-BoldItalic
    /Frutiger-Cn
    /Frutiger-ExtraBlackCn
    /Frutiger-Italic
    /Frutiger-Light
    /Frutiger-LightCn
    /Frutiger-LightItalic
    /Frutiger-Roman
    /Frutiger-UltraBlack
    /Futura-Bold
    /Futura-BoldOblique
    /Futura-Book
    /Futura-BookOblique
    /FuturaBT-Bold
    /FuturaBT-BoldItalic
    /FuturaBT-Book
    /FuturaBT-BookItalic
    /FuturaBT-Medium
    /FuturaBT-MediumItalic
    /Futura-Light
    /Futura-LightOblique
    /GalliardITCbyBT-Bold
    /GalliardITCbyBT-BoldItalic
    /GalliardITCbyBT-Italic
    /GalliardITCbyBT-Roman
    /Garamond
    /Garamond-Bold
    /Garamond-BoldCondensed
    /Garamond-BoldCondensedItalic
    /Garamond-BoldItalic
    /Garamond-BookCondensed
    /Garamond-BookCondensedItalic
    /Garamond-Italic
    /Garamond-LightCondensed
    /Garamond-LightCondensedItalic
    /Gautami
    /GeometricSlab703BT-Light
    /GeometricSlab703BT-LightItalic
    /Georgia
    /Georgia-Bold
    /Georgia-BoldItalic
    /Georgia-Italic
    /GeorgiaRef
    /Giddyup
    /Giddyup-Thangs
    /Gigi-Regular
    /GillSans
    /GillSans-Bold
    /GillSans-BoldItalic
    /GillSans-Condensed
    /GillSans-CondensedBold
    /GillSans-Italic
    /GillSans-Light
    /GillSans-LightItalic
    /GillSansMT
    /GillSansMT-Bold
    /GillSansMT-BoldItalic
    /GillSansMT-Condensed
    /GillSansMT-ExtraCondensedBold
    /GillSansMT-Italic
    /GillSans-UltraBold
    /GillSans-UltraBoldCondensed
    /GloucesterMT-ExtraCondensed
    /Gothic-Thirteen
    /GoudyOldStyleBT-Bold
    /GoudyOldStyleBT-BoldItalic
    /GoudyOldStyleBT-Italic
    /GoudyOldStyleBT-Roman
    /GoudyOldStyleT-Bold
    /GoudyOldStyleT-Italic
    /GoudyOldStyleT-Regular
    /GoudyStout
    /GoudyTextMT-LombardicCapitals
    /GSIDefaultSymbols
    /Gulim
    /GulimChe
    /Gungsuh
    /GungsuhChe
    /Haettenschweiler
    /HarlowSolid
    /Harrington
    /Helvetica
    /Helvetica-Black
    /Helvetica-BlackOblique
    /Helvetica-Bold
    /Helvetica-BoldOblique
    /Helvetica-Condensed
    /Helvetica-Condensed-Black
    /Helvetica-Condensed-BlackObl
    /Helvetica-Condensed-Bold
    /Helvetica-Condensed-BoldObl
    /Helvetica-Condensed-Light
    /Helvetica-Condensed-LightObl
    /Helvetica-Condensed-Oblique
    /Helvetica-Fraction
    /Helvetica-Narrow
    /Helvetica-Narrow-Bold
    /Helvetica-Narrow-BoldOblique
    /Helvetica-Narrow-Oblique
    /Helvetica-Oblique
    /HighTowerText-Italic
    /HighTowerText-Reg
    /Humanist521BT-BoldCondensed
    /Humanist521BT-Light
    /Humanist521BT-LightItalic
    /Humanist521BT-RomanCondensed
    /Imago-ExtraBold
    /Impact
    /ImprintMT-Shadow
    /InformalRoman-Regular
    /IrisUPC
    /IrisUPCBold
    /IrisUPCBoldItalic
    /IrisUPCItalic
    /Ironwood
    /ItcEras-Medium
    /ItcKabel-Bold
    /ItcKabel-Book
    /ItcKabel-Demi
    /ItcKabel-Medium
    /ItcKabel-Ultra
    /JasmineUPC
    /JasmineUPC-Bold
    /JasmineUPC-BoldItalic
    /JasmineUPC-Italic
    /JoannaMT
    /JoannaMT-Italic
    /Jokerman-Regular
    /JuiceITC-Regular
    /Kartika
    /Kaufmann
    /KaufmannBT-Bold
    /KaufmannBT-Regular
    /KidTYPEPaint
    /KinoMT
    /KodchiangUPC
    /KodchiangUPC-Bold
    /KodchiangUPC-BoldItalic
    /KodchiangUPC-Italic
    /KorinnaITCbyBT-Regular
    /KozGoProVI-Medium
    /KozMinProVI-Regular
    /KristenITC-Regular
    /KunstlerScript
    /Latha
    /LatinWide
    /LetterGothic
    /LetterGothic-Bold
    /LetterGothic-BoldOblique
    /LetterGothic-BoldSlanted
    /LetterGothicMT
    /LetterGothicMT-Bold
    /LetterGothicMT-BoldOblique
    /LetterGothicMT-Oblique
    /LetterGothic-Slanted
    /LetterGothicStd
    /LetterGothicStd-Bold
    /LetterGothicStd-BoldSlanted
    /LetterGothicStd-Slanted
    /LevenimMT
    /LevenimMTBold
    /LilyUPC
    /LilyUPCBold
    /LilyUPCBoldItalic
    /LilyUPCItalic
    /Lithos-Black
    /Lithos-Regular
    /LotusWPBox-Roman
    /LotusWPIcon-Roman
    /LotusWPIntA-Roman
    /LotusWPIntB-Roman
    /LotusWPType-Roman
    /LucidaBright
    /LucidaBright-Demi
    /LucidaBright-DemiItalic
    /LucidaBright-Italic
    /LucidaCalligraphy-Italic
    /LucidaConsole
    /LucidaFax
    /LucidaFax-Demi
    /LucidaFax-DemiItalic
    /LucidaFax-Italic
    /LucidaHandwriting-Italic
    /LucidaSans
    /LucidaSans-Demi
    /LucidaSans-DemiItalic
    /LucidaSans-Italic
    /LucidaSans-Typewriter
    /LucidaSans-TypewriterBold
    /LucidaSans-TypewriterBoldOblique
    /LucidaSans-TypewriterOblique
    /LucidaSansUnicode
    /Lydian
    /Magneto-Bold
    /MaiandraGD-Regular
    /Mangal-Regular
    /Map-Symbols
    /MathA
    /MathB
    /MathC
    /Mathematica1
    /Mathematica1-Bold
    /Mathematica1Mono
    /Mathematica1Mono-Bold
    /Mathematica2
    /Mathematica2-Bold
    /Mathematica2Mono
    /Mathematica2Mono-Bold
    /Mathematica3
    /Mathematica3-Bold
    /Mathematica3Mono
    /Mathematica3Mono-Bold
    /Mathematica4
    /Mathematica4-Bold
    /Mathematica4Mono
    /Mathematica4Mono-Bold
    /Mathematica5
    /Mathematica5-Bold
    /Mathematica5Mono
    /Mathematica5Mono-Bold
    /Mathematica6
    /Mathematica6Bold
    /Mathematica6Mono
    /Mathematica6MonoBold
    /Mathematica7
    /Mathematica7Bold
    /Mathematica7Mono
    /Mathematica7MonoBold
    /MatisseITC-Regular
    /MaturaMTScriptCapitals
    /Mesquite
    /Mezz-Black
    /Mezz-Regular
    /MICR
    /MicrosoftSansSerif
    /MingLiU
    /Minion-BoldCondensed
    /Minion-BoldCondensedItalic
    /Minion-Condensed
    /Minion-CondensedItalic
    /Minion-Ornaments
    /MinionPro-Bold
    /MinionPro-BoldIt
    /MinionPro-It
    /MinionPro-Regular
    /MinionPro-Semibold
    /MinionPro-SemiboldIt
    /Miriam
    /MiriamFixed
    /MiriamTransparent
    /Mistral
    /Modern-Regular
    /MonotypeCorsiva
    /MonotypeSorts
    /MSAM10
    /MSAM5
    /MSAM6
    /MSAM7
    /MSAM8
    /MSAM9
    /MSBM10
    /MSBM5
    /MSBM6
    /MSBM7
    /MSBM8
    /MSBM9
    /MS-Gothic
    /MSHei
    /MSLineDrawPSMT
    /MS-Mincho
    /MSOutlook
    /MS-PGothic
    /MS-PMincho
    /MSReference1
    /MSReference2
    /MSReferenceSansSerif
    /MSReferenceSansSerif-Bold
    /MSReferenceSansSerif-BoldItalic
    /MSReferenceSansSerif-Italic
    /MSReferenceSerif
    /MSReferenceSerif-Bold
    /MSReferenceSerif-BoldItalic
    /MSReferenceSerif-Italic
    /MSReferenceSpecialty
    /MSSong
    /MS-UIGothic
    /MT-Extra
    /MT-Symbol
    /MT-Symbol-Italic
    /MVBoli
    /Myriad-Bold
    /Myriad-BoldItalic
    /Myriad-Italic
    /MyriadPro-Black
    /MyriadPro-BlackIt
    /MyriadPro-Bold
    /MyriadPro-BoldIt
    /MyriadPro-It
    /MyriadPro-Light
    /MyriadPro-LightIt
    /MyriadPro-Regular
    /MyriadPro-Semibold
    /MyriadPro-SemiboldIt
    /Myriad-Roman
    /Narkisim
    /NewCenturySchlbk-Bold
    /NewCenturySchlbk-BoldItalic
    /NewCenturySchlbk-Italic
    /NewCenturySchlbk-Roman
    /NewMilleniumSchlbk-BoldItalicSH
    /NewsGothic
    /NewsGothic-Bold
    /NewsGothicBT-Bold
    /NewsGothicBT-BoldItalic
    /NewsGothicBT-Italic
    /NewsGothicBT-Roman
    /NewsGothic-Condensed
    /NewsGothic-Italic
    /NewsGothicMT
    /NewsGothicMT-Bold
    /NewsGothicMT-Italic
    /NiagaraEngraved-Reg
    /NiagaraSolid-Reg
    /NimbusMonL-Bold
    /NimbusMonL-BoldObli
    /NimbusMonL-Regu
    /NimbusMonL-ReguObli
    /NimbusRomDGR-Bold
    /NimbusRomDGR-BoldItal
    /NimbusRomDGR-Regu
    /NimbusRomDGR-ReguItal
    /NimbusRomNo9L-Medi
    /NimbusRomNo9L-MediItal
    /NimbusRomNo9L-Regu
    /NimbusRomNo9L-ReguItal
    /NimbusSanL-Bold
    /NimbusSanL-BoldCond
    /NimbusSanL-BoldCondItal
    /NimbusSanL-BoldItal
    /NimbusSanL-Regu
    /NimbusSanL-ReguCond
    /NimbusSanL-ReguCondItal
    /NimbusSanL-ReguItal
    /Nimrod
    /Nimrod-Bold
    /Nimrod-BoldItalic
    /Nimrod-Italic
    /NSimSun
    /Nueva-BoldExtended
    /Nueva-BoldExtendedItalic
    /Nueva-Italic
    /Nueva-Roman
    /NuptialScript
    /OCRA
    /OCRA-Alternate
    /OCRAExtended
    /OCRB
    /OCRB-Alternate
    /OfficinaSans-Bold
    /OfficinaSans-BoldItalic
    /OfficinaSans-Book
    /OfficinaSans-BookItalic
    /OfficinaSerif-Bold
    /OfficinaSerif-BoldItalic
    /OfficinaSerif-Book
    /OfficinaSerif-BookItalic
    /OldEnglishTextMT
    /Onyx
    /OnyxBT-Regular
    /OzHandicraftBT-Roman
    /PalaceScriptMT
    /Palatino-Bold
    /Palatino-BoldItalic
    /Palatino-Italic
    /PalatinoLinotype-Bold
    /PalatinoLinotype-BoldItalic
    /PalatinoLinotype-Italic
    /PalatinoLinotype-Roman
    /Palatino-Roman
    /PapyrusPlain
    /Papyrus-Regular
    /Parchment-Regular
    /Parisian
    /ParkAvenue
    /Penumbra-SemiboldFlare
    /Penumbra-SemiboldSans
    /Penumbra-SemiboldSerif
    /PepitaMT
    /Perpetua
    /Perpetua-Bold
    /Perpetua-BoldItalic
    /Perpetua-Italic
    /PerpetuaTitlingMT-Bold
    /PerpetuaTitlingMT-Light
    /PhotinaCasualBlack
    /Playbill
    /PMingLiU
    /Poetica-SuppOrnaments
    /PoorRichard-Regular
    /PopplLaudatio-Italic
    /PopplLaudatio-Medium
    /PopplLaudatio-MediumItalic
    /PopplLaudatio-Regular
    /PrestigeElite
    /Pristina-Regular
    /PTBarnumBT-Regular
    /Raavi
    /RageItalic
    /Ravie
    /RefSpecialty
    /Ribbon131BT-Bold
    /Rockwell
    /Rockwell-Bold
    /Rockwell-BoldItalic
    /Rockwell-Condensed
    /Rockwell-CondensedBold
    /Rockwell-ExtraBold
    /Rockwell-Italic
    /Rockwell-Light
    /Rockwell-LightItalic
    /Rod
    /RodTransparent
    /RunicMT-Condensed
    /Sanvito-Light
    /Sanvito-Roman
    /ScriptC
    /ScriptMTBold
    /SegoeUI
    /SegoeUI-Bold
    /SegoeUI-BoldItalic
    /SegoeUI-Italic
    /Serpentine-BoldOblique
    /ShelleyVolanteBT-Regular
    /ShowcardGothic-Reg
    /Shruti
    /SimHei
    /SimSun
    /SimSun-PUA
    /SnapITC-Regular
    /StandardSymL
    /Stencil
    /StoneSans
    /StoneSans-Bold
    /StoneSans-BoldItalic
    /StoneSans-Italic
    /StoneSans-Semibold
    /StoneSans-SemiboldItalic
    /Stop
    /Swiss721BT-BlackExtended
    /Sylfaen
    /Symbol
    /SymbolMT
    /Tahoma
    /Tahoma-Bold
    /Tci1
    /Tci1Bold
    /Tci1BoldItalic
    /Tci1Italic
    /Tci2
    /Tci2Bold
    /Tci2BoldItalic
    /Tci2Italic
    /Tci3
    /Tci3Bold
    /Tci3BoldItalic
    /Tci3Italic
    /Tci4
    /Tci4Bold
    /Tci4BoldItalic
    /Tci4Italic
    /TechnicalItalic
    /TechnicalPlain
    /Tekton
    /Tekton-Bold
    /TektonMM
    /Tempo-HeavyCondensed
    /Tempo-HeavyCondensedItalic
    /TempusSansITC
    /Times-Bold
    /Times-BoldItalic
    /Times-BoldItalicOsF
    /Times-BoldSC
    /Times-ExtraBold
    /Times-Italic
    /Times-ItalicOsF
    /TimesNewRomanMT-ExtraBold
    /TimesNewRomanPS-BoldItalicMT
    /TimesNewRomanPS-BoldMT
    /TimesNewRomanPS-ItalicMT
    /TimesNewRomanPSMT
    /Times-Roman
    /Times-RomanSC
    /Trajan-Bold
    /Trebuchet-BoldItalic
    /TrebuchetMS
    /TrebuchetMS-Bold
    /TrebuchetMS-Italic
    /Tunga-Regular
    /TwCenMT-Bold
    /TwCenMT-BoldItalic
    /TwCenMT-Condensed
    /TwCenMT-CondensedBold
    /TwCenMT-CondensedExtraBold
    /TwCenMT-CondensedMedium
    /TwCenMT-Italic
    /TwCenMT-Regular
    /Univers-Bold
    /Univers-BoldItalic
    /UniversCondensed-Bold
    /UniversCondensed-BoldItalic
    /UniversCondensed-Medium
    /UniversCondensed-MediumItalic
    /Univers-Medium
    /Univers-MediumItalic
    /URWBookmanL-DemiBold
    /URWBookmanL-DemiBoldItal
    /URWBookmanL-Ligh
    /URWBookmanL-LighItal
    /URWChanceryL-MediItal
    /URWGothicL-Book
    /URWGothicL-BookObli
    /URWGothicL-Demi
    /URWGothicL-DemiObli
    /URWPalladioL-Bold
    /URWPalladioL-BoldItal
    /URWPalladioL-Ital
    /URWPalladioL-Roma
    /USPSBarCode
    /VAGRounded-Black
    /VAGRounded-Bold
    /VAGRounded-Light
    /VAGRounded-Thin
    /Verdana
    /Verdana-Bold
    /Verdana-BoldItalic
    /Verdana-Italic
    /VerdanaRef
    /VinerHandITC
    /Viva-BoldExtraExtended
    /Vivaldii
    /Viva-LightCondensed
    /Viva-Regular
    /VladimirScript
    /Vrinda
    /Webdings
    /Westminster
    /Willow
    /Wingdings2
    /Wingdings3
    /Wingdings-Regular
    /WNCYB10
    /WNCYI10
    /WNCYR10
    /WNCYSC10
    /WNCYSS10
    /WoodtypeOrnaments-One
    /WoodtypeOrnaments-Two
    /WP-ArabicScriptSihafa
    /WP-ArabicSihafa
    /WP-BoxDrawing
    /WP-CyrillicA
    /WP-CyrillicB
    /WP-GreekCentury
    /WP-GreekCourier
    /WP-GreekHelve
    /WP-HebrewDavid
    /WP-IconicSymbolsA
    /WP-IconicSymbolsB
    /WP-Japanese
    /WP-MathA
    /WP-MathB
    /WP-MathExtendedA
    /WP-MathExtendedB
    /WP-MultinationalAHelve
    /WP-MultinationalARoman
    /WP-MultinationalBCourier
    /WP-MultinationalBHelve
    /WP-MultinationalBRoman
    /WP-MultinationalCourier
    /WP-Phonetic
    /WPTypographicSymbols
    /XYATIP10
    /XYBSQL10
    /XYBTIP10
    /XYCIRC10
    /XYCMAT10
    /XYCMBT10
    /XYDASH10
    /XYEUAT10
    /XYEUBT10
    /ZapfChancery-MediumItalic
    /ZapfDingbats
    /ZapfHumanist601BT-Bold
    /ZapfHumanist601BT-BoldItalic
    /ZapfHumanist601BT-Demi
    /ZapfHumanist601BT-DemiItalic
    /ZapfHumanist601BT-Italic
    /ZapfHumanist601BT-Roman
    /ZWAdobeF
  ]
  /NeverEmbed [ true
  ]
  /AntiAliasColorImages false
  /CropColorImages true
  /ColorImageMinResolution 200
  /ColorImageMinResolutionPolicy /OK
  /DownsampleColorImages true
  /ColorImageDownsampleType /Bicubic
  /ColorImageResolution 300
  /ColorImageDepth -1
  /ColorImageMinDownsampleDepth 1
  /ColorImageDownsampleThreshold 2.00333
  /EncodeColorImages true
  /ColorImageFilter /DCTEncode
  /AutoFilterColorImages true
  /ColorImageAutoFilterStrategy /JPEG
  /ColorACSImageDict <<
    /QFactor 0.76
    /HSamples [2 1 1 2] /VSamples [2 1 1 2]
  >>
  /ColorImageDict <<
    /QFactor 1.30
    /HSamples [2 1 1 2] /VSamples [2 1 1 2]
  >>
  /JPEG2000ColorACSImageDict <<
    /TileWidth 256
    /TileHeight 256
    /Quality 10
  >>
  /JPEG2000ColorImageDict <<
    /TileWidth 256
    /TileHeight 256
    /Quality 10
  >>
  /AntiAliasGrayImages false
  /CropGrayImages true
  /GrayImageMinResolution 200
  /GrayImageMinResolutionPolicy /OK
  /DownsampleGrayImages true
  /GrayImageDownsampleType /Bicubic
  /GrayImageResolution 300
  /GrayImageDepth -1
  /GrayImageMinDownsampleDepth 2
  /GrayImageDownsampleThreshold 2.00333
  /EncodeGrayImages true
  /GrayImageFilter /DCTEncode
  /AutoFilterGrayImages true
  /GrayImageAutoFilterStrategy /JPEG
  /GrayACSImageDict <<
    /QFactor 0.76
    /HSamples [2 1 1 2] /VSamples [2 1 1 2]
  >>
  /GrayImageDict <<
    /QFactor 1.30
    /HSamples [2 1 1 2] /VSamples [2 1 1 2]
  >>
  /JPEG2000GrayACSImageDict <<
    /TileWidth 256
    /TileHeight 256
    /Quality 10
  >>
  /JPEG2000GrayImageDict <<
    /TileWidth 256
    /TileHeight 256
    /Quality 10
  >>
  /AntiAliasMonoImages false
  /CropMonoImages true
  /MonoImageMinResolution 400
  /MonoImageMinResolutionPolicy /OK
  /DownsampleMonoImages true
  /MonoImageDownsampleType /Bicubic
  /MonoImageResolution 600
  /MonoImageDepth -1
  /MonoImageDownsampleThreshold 1.00167
  /EncodeMonoImages true
  /MonoImageFilter /CCITTFaxEncode
  /MonoImageDict <<
    /K -1
  >>
  /AllowPSXObjects false
  /CheckCompliance [
    /None
  ]
  /PDFX1aCheck false
  /PDFX3Check false
  /PDFXCompliantPDFOnly false
  /PDFXNoTrimBoxError true
  /PDFXTrimBoxToMediaBoxOffset [
    0.00000
    0.00000
    0.00000
    0.00000
  ]
  /PDFXSetBleedBoxToMediaBox true
  /PDFXBleedBoxToTrimBoxOffset [
    0.00000
    0.00000
    0.00000
    0.00000
  ]
  /PDFXOutputIntentProfile (None)
  /PDFXOutputConditionIdentifier ()
  /PDFXOutputCondition ()
  /PDFXRegistryName ()
  /PDFXTrapped /False

  /CreateJDFFile false
  /Description <<

    /BGR <>
    /CHS <FEFF4f7f75288fd94e9b8bbe5b9a521b5efa7684002000410064006f006200650020005000440046002065876863900275284e8e5c4f5e55663e793a3001901a8fc775355b5090ae4ef653d190014ee553ca901a8fc756e072797f5153d15e03300260a853ef4ee54f7f75280020004100630072006f0062006100740020548c002000410064006f00620065002000520065006100640065007200200035002e003000204ee553ca66f49ad87248672c676562535f00521b5efa768400200050004400460020658768633002>
    /CHT <FEFF4f7f752890194e9b8a2d7f6e5efa7acb7684002000410064006f006200650020005000440046002065874ef69069752865bc87a25e55986f793a3001901a904e96fb5b5090f54ef650b390014ee553ca57287db2969b7db28def4e0a767c5e03300260a853ef4ee54f7f75280020004100630072006f0062006100740020548c002000410064006f00620065002000520065006100640065007200200035002e003000204ee553ca66f49ad87248672c4f86958b555f5df25efa7acb76840020005000440046002065874ef63002>
    /CZE <>
    /DAN <>
    /DEU <>
    /ESP <>
    /ETI <>
    /FRA <>
    /GRE <>

    /HRV <>
    /HUN <>
    /ITA <>
    /JPN <>
    /KOR <FEFFc7740020c124c815c7440020c0acc6a9d558c5ec0020d654ba740020d45cc2dc002c0020c804c7900020ba54c77c002c0020c778d130b137c5d00020ac00c7a50020c801d569d55c002000410064006f0062006500200050004400460020bb38c11cb97c0020c791c131d569b2c8b2e4002e0020c774b807ac8c0020c791c131b41c00200050004400460020bb38c11cb2940020004100630072006f0062006100740020bc0f002000410064006f00620065002000520065006100640065007200200035002e00300020c774c0c1c5d0c11c0020c5f40020c2180020c788c2b5b2c8b2e4002e>
    /LTH <>
    /LVI <>
    /NLD (Gebruik deze instellingen om Adobe PDF-documenten te maken die zijn geoptimaliseerd voor weergave op een beeldscherm, e-mail en internet. De gemaakte PDF-documenten kunnen worden geopend met Acrobat en Adobe Reader 5.0 en hoger.)
    /NOR <>
    /POL <>
    /PTB <>
    /RUM <>
    /RUS <>
    /SKY <>
    /SLV <>
    /SUO <>
    /SVE <>
    /TUR <>
    /UKR <>
    /ENU (Use these settings to create Adobe PDF documents best suited for on-screen display, e-mail, and the Internet.  Created PDF documents can be opened with Acrobat and Adobe Reader 5.0 and later.)
  >>
  /Namespace [
    (Adobe)
    (Common)
    (1.0)
  ]
  /OtherNamespaces [
    <<
      /AsReaderSpreads false
      /CropImagesToFrames true
      /ErrorControl /WarnAndContinue
      /FlattenerIgnoreSpreadOverrides false
      /IncludeGuidesGrids false
      /IncludeNonPrinting false
      /IncludeSlug false
      /Namespace [
        (Adobe)
        (InDesign)
        (4.0)
      ]
      /OmitPlacedBitmaps false
      /OmitPlacedEPS false
      /OmitPlacedPDF false
      /SimulateOverprint /Legacy
    >>
    <<
      /AddBleedMarks false
      /AddColorBars false
      /AddCropMarks false
      /AddPageInfo false
      /AddRegMarks false
      /ConvertColors /ConvertToRGB
      /DestinationProfileName (sRGB IEC61966-2.1)
      /DestinationProfileSelector /UseName
      /Downsample16BitImages true
      /FlattenerPreset <<
        /PresetSelector /MediumResolution
      >>
      /FormElements false
      /GenerateStructure false
      /IncludeBookmarks false
      /IncludeHyperlinks false
      /IncludeInteractive false
      /IncludeLayers false
      /IncludeProfiles true
      /MultimediaHandling /UseObjectSettings
      /Namespace [
        (Adobe)
        (CreativeSuite)
        (2.0)
      ]
      /PDFXOutputIntentProfileSelector /NA
      /PreserveEditing false
      /UntaggedCMYKHandling /UseDocumentProfile
      /UntaggedRGBHandling /UseDocumentProfile
      /UseDocumentBleed false
    >>
  ]
>> setdistillerparams
<<
  /HWResolution [600 600]
  /PageSize [612.000 792.000]
>> setpagedevice




